Agilent ProteoAnalyzer System fS5~¥=17)
Protein Broad Range P240 Kit

5191-6640 (275 Samples)

Z3y ) TTERAOBRC T IEEBRIO Kit Guide ZZ—5<E&l\,
AXZ27)UEVYIRITT 1.1.0.12 L ESHBULTOETD,
AYZ1T IR SHUeANBEFERUICEEITZENHDET,

For Research Use Only. Not for use in diagnostic procedures Version 2025_02
+v bDIE B
5191-6640 (275 Samples)
B TR &%
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5191-6643 Protein Conditioning Solution, 340 mL 1
5191-6644 2x Protein Inlet Buffer, 195 mL 1
5191-6645 Protein Broad Range Gel, 125 mL 1
5191-6650 Protein Fluorescent Dye**, 50 pg/tube 3
5191-6651 Dye Resuspension DMF*** 1.5 mL 1
GP-440-0100 Capillary Storage Solution, 100 mL 1
AERIRE (-20°C)
5191-6647 10x Labeling Buffer, 1.1 mL 1
5191-6648 P240 Broad Range Ladder, 30 pL 1
5191-6649 P240 Upper Marker, 30 pL 1

* ERREOHEEEZIIEDE, 24 KU ERCEVTHSERL TZEV,
** DMF 7Bf#E($-20 CTRIFL. 6 BREILIAICERL TS,

*4% DMF ([ZE N, N-ZXFIRILLATZRIEENTUVET,



Protein Broad Range P240 Kit

WHERE -8R T HEm
ALV

BRAA>7K (sub-micron filtered) :XZEAFRA

1.0 MDTT (-20°CHR77. HRiERf#E 5 [EFT)

PBS : 30 mM Tris-HCI, 26 mM NaH2PO,, 41 mM Na;HPO,4, 79 mM NaCl, pH 8.5
1.0 M NaOH

250 mM lodoacetamide (46 mg/mL. EBFAR)

0.1 MHCI (AYFTFY>AH BECHUTEMUTEEWY)

H¥Em
96-well PCR sample plate H> )L —
A—h— BE e
Eppendorf 951020303 Eppendorf 96-Well twin.tec PCR Plates, Semi
pp (Various colors) skirted

96-deepwell 1 mL plates Buffer/FERIL— M TROWVITNHZZHRZEN

A=h- BE A

12-566-120 Fisherbrand 96-Well DeepWell Polypropylene

Fisher Scientific Microplates; Well Capacity: 1 mL

Agilent P60-20 96 Well Buffer/Waste Tray, case of 50

IBEE Corning #352070 (50 mL) / Corning #430776 (250 mL) (fHZif3)
0.5 mL Protein LoBind Tubes Eppendorf #022431064
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Drawer B: Buffer ——@ @B r Gel 1

Drawer W: Waste ——@ @B -
Drawer M: Marker ——9 oup L

Drawer 1: Sample —® @ H @
Drawer 2: Sample ——® e L
Drawer 3: Sample ——8 oug
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Drawer B Buffer JL— ety NUET,

Drawer W ?@%{tggo(%—deepwell plate) F/z(d Open Waste Tray (P60-22)
Drawer M EARALFEA.

Drawer 1-3 B INTU— My UET,

Gel 1 Gel ztzy NLET

Gel 2 1.0 M NaOH ZtzwhUF 9,

COND. 1x Conditioning Solution ZZyhLF T,
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User ID: administrator

Password: ZE4H#

1. Drawer W ADBERI L — MNDFEREZEICLET .

DITEOEUHIITVET,
Daily Conditioning Flush 1 [El& 534 2 BT well A
—HRICRDFET,

1 B(Z 3 B EEHRTHIDIEZEE.
96-deepwell 1 mL plate DHDI(C
Open Waste Tray (P60-22) Z{ERRLTIZEL,

2. BERRMIZZICLEY.

HEEUTITVET.

YIRII7 £T 450 mL BLEDRENAOTVBIHE,
DITEREMIBIENTEFEA.

Daily Conditioning Flush

MNLOKREEZEUBRCEYINIITD
Utilities — Solution Levels
NSEBEOKBEZANLET,

12 Check Solution Volumes — x

Check the fluid volumes before proceeding. Ensure that
the waste is empty and that the gel and conditioning
solutions are full

Record the solution volumes here:
Volume (mL) Solution name

Conditioning 5001

Waste 0.0

Gancel

DHTEOIAHIC, 1.0 M NaOH & Protein Conditioning Solution ZERAUILEFZ2ITVED .

FHll(& p7 ZISHRRTZEL,
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1. Protein Broad Range Gel Z#iUVNEILEICIELE T,
REFTREZSRIIE,

2. REICEYMNFT,
Gel 1 (CzyhL. VIRNIITHEREZLZELET .
WEPMREBLTWSIBEEDEANTBIENTEFEA.

Protein Conditioning Solution

Gel (FDBRICHELTLZZE W,

1. Protein Conditioning Solution 253,/ 8MUZE Y,
BEQRR-D7 TFRZEL,

FULLWEILE(ICDE. HIVFERECEY NN TLSRILE(SEMUL TSV,

2. ®HBECEYMNFT,
Cond.[CzyhU. VINIIZNEREZEELF T,
WENMREBLTWSIBEEDEANTBTENTEFEA.

MHERRERS
Protein Broad Range Gel
PV TIVER Gel
(SR EIEN)

12 (1) 10 mL
24 (2) 15 mL
48 (4) 25 mL
96 (8) 45 mL

Protein Conditioning Solution

%ﬁ%ﬁgﬁi Conditioning Solution ==l Condit(ig*iggaglglég)ﬁﬁﬁ?5i§%
12 (1) 10 mL 20 mL
24 (2) 15 mL 25mL
48 (4) 25mL 35mL
96 (8) 45 mL 55mL
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1x Protein Inlet Buffer $& 0 Buffer J°L — bD#E{iE

1. 2x Protein Inlet Buffer Z#%HRUZ 9. ZEFRLERNL RS OBARAICEETEE,
- BRAASIKT 2 BICHIRL. 7BILTRUVELSIC
BaUEY,

2. Buffer J’U—MIDELEY S
- AT=TEIETAD0 Park 27UvHU, AT -8

FE FRICTROLLETS (127 -D0RMEISH) 1x Inlet Buffer &4 A>KIESHTEDIEHIC
- 96-deep well 1 mL plate ® A ITIATOD Well [ SHLES . e
1 x Inlet Buffer & 1 mL 9 DI0X %9 MERSI(FRLWERISTHALFT .
3. lAAYIKEDELET,
- 96-deep well 1 mL plate @ B {TINTD Well [CARAAZ K% Buffer Drawer
mLgOMzES. s
- Storage Solution D3ZHZITIH S 51EHtE Storage e
Solution DAHATEA TZE, - ® 1x Inlet Buffer
3. DrawerB [CYMNLET, ® Storage Solution

- EULR Buffer JL—bho A ITHERAIERDLS(CEYMLFET .

Storage Solution D33
1. Buffer IL—MeEDHULET, Storage Solution DAL 2~4 B (C
o 1 BT TXRE 0,
- AT-TEETAO> 0 Park UYL, REBEERECIOTEERZENDET.

VAN -,
Storage Buffer i3iFenieL— MeEROHULET Storage T~ NEHRIICERSIC

AL TLIEE W,
2. Storage Solution Z3Z#UE Y, -

- JU—MIF%-TUL\3 Storage Solution ZB5EZEL. $1UL) Storage Solution % 1 mL JIXE Y.

3. DrawerB [CYM LT,
- A (THBRANERZLS(CEYNU. AT—S1RE7A(O> 0 Store ZUwIULET .
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Daily Conditioning Flush
DHTBEOEUHICEMUFT

(W EREEE]
+ 1.0MNaOH 20mL
- Protein Conditioning Solution 20 mL

(FiE]
1. 1.0 M NaOH. Protein Conditioning Solution Z&&(Cty b UET,
NaOH (& Gel2 [ty U TLIZELN,

Waste Drawer (05 2 E¢H) (C 96-deepwell 1 mL plates Z 12y L TLIZELN,
Capillary Array — Conditioning Hh'5 Add to queue Z7UyJUTLIZE L,

“Daily Conditioning Flush.mthdc” Z3&1RU. OK Z:&IRL TZE L\,

= Z)UWIU. R RIAL TIZE W, SEFRICER 15 DhhDE T,

T T DEITVET,
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SKNUYYH

Protein Fluorescent Dye Di&fi#

Dye OF1—J%=FSHTERAT MRIATOTZEN (FYNIE 3 ASENTVETD) &
Dye Resuspension DMF (Z(E N, N-SXFILRILATZRIEENTVET,

Protein Fluorescent Dye [C DMF ZhIX &9

44 yL @ Dye Resuspension DMF % 1 A&® Dye OF1—JIC  Dye BE#H&E- 20CTREL. 6 1B

A, vortex T 30 EREULAE AT LET BAARICERL TR,
Ladder QAR
Ladder ZFRUFT
) AUA LICL 1 L BNX. vortex TEE FHIRUE Ladder (3ZOBEDS5ICERL
Eé%%ﬁ?“ (Ladder & 1 uL M. vortex TRAL 22 Rt castih,
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(Upper Marker Z{£951%S) Upper Marker D:RSE

Upper Marker Z%IRUEFT

5.7 UL DREAA>IKIC 1 uL @ P240 Upper Marker ZI0Z T

BAUL. AEVIIDUET,

Master Mix D&Y

Upper Marker (& 240 kDa T9, BHIDY
SINIBOYA X (EUTERIZMATELT
&L,

Upper Marker ZERUIBE . Y1 ADIE
EENHNDET (p15S58) .

#FRUTE Upper Marker (FZOHEDS5ICfE
BUTIZ20, RFETEF A

0.5 mL Protein LoBind Z{#RAL. TZRICAEL) Master Mix ZRERUET

HE(T vortex TECREUTHSERALTZEW
Master Mix (IEBFRASEL TZEW
Master Mix (358%1&. vortex THEE
SBENMMTDRMEE. EE2CHENMET

(RTRAFDIRS]

RiA A> 7K

10x Labeling Buffer

1.0MDTT

JBfEE# Protein Fluorescent Dye
(WEICGUT) HFRFEH P240 Upper Marker

(IEETHRADIES]

RitA A> K

10x Labeling Buffer

250 mM lodoacetamide

JBfREH Protein Fluorescent Dye
(WE(HUT) HIREH P240 Upper Marker

LREAILTLIZEL

129500
(147) »
381 pL

45 L
4.5 L
3.9 uL
0.9 pL

129570
(147)
340 pL

45 pL
45 pL
3.9 L
0.9 uL

Reducing Conditions

0.9 pL Upper Marker
3.9uL Resuspendedl rotein (150 ng/uL) (If needed)

Fluorescent DYG gty 4 a5PL1OMDTT
45 pL 10x 1.2 abeln gBﬁ' e

e 381 L DI Water

Non-Reducing Conditions

0.9 uL Upper Marker
3.9 plL Resuspended Protel (150 ng/pL) (f needed)

wecent Uye ———— 45 L 250 MM lodoacetamide
45 uL 10x Lebeling Buffer ——yp /

4—— 340 pL DI Waler
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Y>)V-Ladder DAL

1. Master Mix 29>V —MCELEFT
AT Master Mix % 29 pL 9D 96-well plate ® 1~12 FIE®D Well
(L ELET,

2. Y>))-Ladder Z93EUET

1~11 FIEHO® Well (CH>FIL%& 1 uL 3D, 12 BIEO Well (CHRIREFH
Ladder % 1 L 937U,

3. Master Mix &892 )b -Ladder ZR&EULFT e 5 7
TL—MZUL2HD>—JLU. 3000 rpm. 2 43 vortex TEAL. 20 #BRE> \
AIUET,

BRPICKUBNRVNMESRL TZEL, Vortex TEE#E. B> TILh Well BT

3 SRS O CUVRVIRERIERL TEEL,
4. Y ) -Ladder ZBZTHULET

E—~NJOvIFREY—TILHA495—T. 85 C*, 10 b1 >FI1—ME.
=R C 5 s ELEY .
SUBOREZNECTZE. BEIE (L vortex TEEURBVLTLZEL,

* YO TICEDBEEDRE Z BB L TS W,
AN ZL (3D % BT 3126, 70°CISRER TR N HERENF T,
Fle. BERIVINIEDIZEF. BRI D28 95~100 CISEEZHIFR2NELNHIIEENHDET .,

5. YOOIV —-bMety NUEY
20 BAE> A #UIE. > — )% (EH'L Drawer 1~3 OWLWINNIEYRUET
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vag iy
YO IWDEIR- A B
1 . ﬁ*ﬁ?% N/‘f * ﬁ)jojl/’&ig;Rbi?o Tray1 Tray2 Tray3 ‘- = | capillary Well Sample ID
. EEELOTL-IRYTHSEIRLES. | eeeeseeceeae M.
8 |00000000QQ00| |, FERr—
[essssssssses & =
2. YOIONaEANLET, E[0000C0000000| |2 85 |swmphs
FlOOOOOOO000QO| [ A5 sampAs
6 |OO00000OOO000| |7 AT sampaT
- EIEAS. HBULE csy, txt TPAILD HOOOOOOO000OO| fe A samphe
’f\/l :_ hb\‘—c\gasg-o : 2 3 |: i 6 7 8 9 10 11 12| ?O ;90 z::z:go
- EOMUU T OEREZITAED. " an_ et
Load From File xt. .csv IR OT7A A DR—NUE T,
Save Tray FIRN MDY T 2ZEDUET,
Save Selected Row BIRITOY TN HLFETD,
Reset Row BIRITOYY TN EET IAILNMIRUETD
Reset Tray IR A DY >IN 2%ETIANNIRUETD,
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Protein Broad Range P240 Kit

1. Add to queue ZJUvIULET,

- BIRUEB Y IIUIB OB ZTIH SR
“Run Selected Group” @ “Add to queue” %
IIILEY,

-1 MARERODRZITIHES.
“Run entire Tray” @ “Add to queue” %
IIILEY,

2. Method ,&lﬁ b&?o

”Meétbod" TNAIZAZ1-HB U TFOWTNHZER
LE9,

(Upper Marker 29 31551

5190-6640UM-LM - ProteoAnalyzer Broad
Range Kit LM and UM

(Upper Marker ZERURVEE]

5190-6640LM - ProteoAnalyzer Broad Range
Kit LM only

- “Gel” TWAIIAZI—N “Gel1” NMERLET,
- EOMOIEBEMHESGUTASILET,
Tray name : hL1%
Folder Prefix : JA)L5Y%&0Di%EE

Run Selected Group

Add to gueue Edit method

Run Entire Tray

Add to queus Edit method

Capillary Array - Conditioning
Add to gueue Edit method

241 Separation Setup — O X

Methed | DNF-310-33 - DNA 35-1500bp. mthds

Gel |Gell ~

Tray name |Tl'i)'“'| |

Felder prefix | |

[] copy results

Notes

ok Cancel

Copy results : DHTFEROIE-ERIDITANA RFTEETS
FIvie ANIiHE. Copy Path KDIRFFEZIETEL TEEL,

Notes : BHEC A
- “Edit"hSIEARSRIEEEEEE I RN TEET,

E-ONE9E35%E (T —4I"Peak height above RFU threshold"h'#&RreN315%4) . injection time
F/z(d injection voltage Z T 1%, E-IMEIEZIHE(E LIFRERET2IHENDDET . Injection
voltage MDZERI(C injection time ZZE I 7R LET . FIZ. Injection voltage Z 9 kV LA E(CZE

BIHLSHBELFEA.

3. OK%&JUYILZFY,
- Method Queue [CHHrMENMENET .
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Method Queue

Method Queue (CIEF AU -0 T 13230 XV RBER RSN F T,
DTRBIIET REUR D EOTAFTLADSERZDIFZRITVET,
AV ROIEF(FTAT L RIVI T BETEETEET,

Method Queue » L/J
|SEPARATION, Method: 'DMF-474-33 - HS NGS5 Fragment 1-6000bp.mthds’, Tray: Samp. tray 1, E, Gel: 1 _/‘V\ewadwt Motes £ Method summa ry X ¥
UTILITY, Method: 'Prime with Gel 2' X v
|SEPARATION, Method: 'DMNF-491T33 - HS Total RNA.mthds', Tray: Samp. tray 1, E, Gel: 1 /" View/Edit Notes E Method summa y X ¥

x  Clear
j Pause
| Start
View/Edit Notes
Method Summary
X

Method Queue ADXVY RE IR THIBRLET .
IRAEATOTCVBAVY IS T U, & Dz L E 9
XV REBIaLET

DITAEDHEER - AN TEFT

Method DsF#liZZRr~ - IRENMTAFT

AUz Method ZHIBRUE T

PAF(E Method Queue ETHEIIIFTBRETERRIDENTEET,

Insert Pause

Insert Prime

B OMTO—RFS1E%Z Queue (GENILET,

Prime OXVYYR%Z Queue [GENIUET
B OMTHR(CER T3 N EIDBE X 3RIAFALEY,
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DO

1. iREEBNIC, FRICOWTBERRBULET,
Drawer NSER(ICEHACTVETH ?
TU—NE ATHREEICRZLITYRENTOETH ?
TU—bho=igEnenTOEIH ?

2. Method Queue ® = #JUvHLET,
Full Conditioning Z1TU\ ZILFIBEICHTILDA> S 17330 BRIKEZITVETD,
Method Queue ([CADSNTe D AERUARD _EHSIEIGESE TITVETD,

ﬁ*ﬁ ¢®lIﬁl|\\
BIPEBATORICTIERSEZ N, - sle
R

A7 —JHEH(C Drawer ZFIFRVTIZEL, X =
AKEH (HV S>T=4TH) (C Drawer B, Drawer W, KB FEBDT— RZRTRVTIZEL. %X _=
DITRCEREBELINOBEZSED USB BEZITHRVTLZE0, —

DI DIRE -
PHEFIAT 3L “Run Status” 4J(CEEITUIDENDDEY, e L DT
"Run Status” 57348 TT TV A BNFEHERT BTENTEET,
“Operation" AITNSBIIDIHZ A TEET, ﬁlPark ';l lBuﬂer .'r Stare
DT 315 E(C(d. “Run Status” BIEA LD  <avetal %
EIRUEY,

RODHNEEITIREDE T,
BRI 25 5(C(E “Method Queue” O Pause Z7UyIULTHS “Abort all” Z3EIRULTTFEL,

DITDIET

Method Queue [CABUEIRTOBHNTE TI3E. “Operation” FIICEETRDET .
ProSize Data Analysis Software &D7—5DMESR. - BT 21T TZEL,
T=AET IAR T TFIRFESNTOET.
C:¥Agilent Technologies¥Data¥(B /D TAILH)¥
BERZIE T, YINIIT—>EE—PC OBy M UET,
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Sample Buffer Compatibility List

Low Impact: 50% - 300% signal compared to PBS *

200 mM Tris-HCI, pH 8.0

Comment

50 mM Citrate buffer pH 4

50 mM Acetate buffer pH 5.2

50 mM MES pH 6

50 mM MOPS pH 7

50 mM HEPES, pH 8.0

100 mM NaHCO3 pH 8.5

7 M urea or 2 M thiourea

5% 2-Mercaptoethanol

20 mM DL-Dithiothreitol (Cleland's Reagent, DTT)

50 mM MgCI2

100 mM KClI

RS RS HUS ADSERRENMEN5, SOEREDNY
" AOREFHEELERA

1% Triton X-100

1% Tween 20

EREDOCHAPSIZUA I (LR ERSZ2DT. YOI

Strong Impact: < 50% signal compared to PBS *

50 mM Tris(2-carboxyethyl)phosphine (TCEP)

4% CHAPS ERUBIETLadders BIRT BILEHEELES

1% NP-40

1% SDS

400 Mt Nacl 300 MMEDIERENB VB E, £01A>REDEL

buffer(CEE I L ZHERELFET
Comment

HABRCELEEA

*Phosphate Buffered Saline: 30 mM Tris-HCI, 26 mM NaH2P04, 41 mM NazHPO4, 79 mM NaCl, pH 8.5

i 7o B G 2

Reagents Comment

10 mM DL-Dithiothreitol (Cleland’s Reagent, DTT)

HER

5% 2-Mercaptoethanol

10 mM DTTELEARZ~5ES T FIME T UET

50 mM Tris(2-carboxyethyl)phosphine (TCEP)

B ERCESRVVHHERLFEA
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Kit ARYY
T e | e
bagiiwie P8 10 - 200 kDa 10 - 240 kDa

<10% for BSA, CAll <15% for BSA, CAll
(using reduced conditions) (using reduced conditions)

RE|OBYAARE

<8% CV for BSA, CAll,

<5% CV for BSA, CAll, GREMLIN-1, NIST mAb
Y4 ZER% GREMLIN-1, and NIST mAb (using reduced conditions)
(using reduced conditions) <10% CV for intact NIST mAb (using

non-reduced conditions)
2-2,000 ng/pL for BSA in PBS
1 ng/uL for BSA, CAll in PBS

<25% CV for 2 — 20 ng/uL BSA
<15% CV for 20 — 2,000 ng/pL BSA

KRB YA XD RERE <10% MWR 15 - 150 kDa (based on ladder)

Pk EDIFRE 20 min.

JorEDSY>O—-RYA b

https://www.chem-agilent.com/Isca-booth/DNAMicroArray/yan_MicroArray.htm
(074> ID. KZXT—RESEVEDELEE, )

HmCETISBVEDE

Tel: 0120-477-111

Mail: email_japan@agilent.com

EEE - AV . B, SiREH. 5/1 7R

9:00~12:00.13:00~17:00
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